organisms, and it has been challenging for researchers to apply these data to newly sequenced genomes.
12
Since next-generation sequencing (NGS) technology was developed in the mid-2000s, an 13 enormous amount of genomic information has been analyzed and amassed in public databases. for construction of database are described in Supplemental Note Section 1.
13

Results
14
Concept and construction of Prometheus
15
Prometheus provides an integrated pipeline for interkingdom comparative genomic analyses and Supplementary Tables 3, 4 , and 5). 
